
Supplementary TABLE 2. Common DEGs among influenza- and RSV-infected hAECs.
A) IMMUNE RESPONSE
Gene Symbol Entrez Gene Name Illumina Influenza RSV
CXCL10 chemokine (C-X-C motif) ligand 10 ILMN_1791759 1415.43 252.02
CCL5 chemokine (C-C motif) ligand 5 ILMN_1773352 1090.61 26.74
OASL 2'-5'-oligoadenylate synthetase-like ILMN_1674811 871.41 206.55
CXCL11 chemokine (C-X-C motif) ligand 11 ILMN_2067890 818.57 61.01
AIM2 absent in melanoma 2 ILMN_1681301 175.41 45.20
GBP5 guanylate binding protein 5 ILMN_2114568 69.00 15.29
MX2 myxovirus (influenza virus) resistance 2 (mouse)ILMN_2231928 68.35 56.39
IFI27 interferon, alpha-inducible protein 27 ILMN_2058782 52.57 35.88
CXCL9 chemokine (C-X-C motif) ligand 9 ILMN_1745356 51.33 9.67
OAS2 2'-5'-oligoadenylate synthetase 2, 69/71kDaILMN_1674063 44.29 40.32
OAS1 2',5'-oligoadenylate synthetase 1, 40/46kDaILMN_1672606 42.87 19.17
CCL20 chemokine (C-C motif) ligand 20 ILMN_1657234 38.87 4.61
GBP1 guanylate binding protein 1, interferon-inducibleILMN_1701114 32.30 10.90
DUSP6 dual specificity phosphatase 6 ILMN_2396020 26.39 2.47
IFIH1 interferon induced with helicase C domain 1ILMN_1781373 25.45 6.28
ISG20 interferon stimulated exonuclease gene 20kDaILMN_1659913 19.26 11.54
IRF7 interferon regulatory factor 7 ILMN_2349061 16.14 18.97
IL8 interleukin 8 ILMN_2184373 15.74 3.44
STAT1 signal transducer and activator of transcription 1, 91kDaILMN_1691364 15.66 15.61
BST2 bone marrow stromal cell antigen 2 ILMN_1723480 14.69 6.45
TYMP thymidine phosphorylase ILMN_2109708 12.24 10.29
SOCS3 suppressor of cytokine signaling 3 ILMN_1781001 11.96 3.52
SP110 SP110 nuclear body protein ILMN_1672661 11.36 10.05
HLA-F major histocompatibility complex, class I, FILMN_1762861 10.36 5.32
PARP9 poly (ADP-ribose) polymerase family, member 9ILMN_1731224 9.04 10.03
TAP2 transporter 2, ATP-binding cassette, sub-family B (MDR/TAP)ILMN_1777565 8.32 4.84
RTP4 receptor (chemosensory) transporter protein 4ILMN_2173975 8.01 11.14
GAL galanin prepropeptide ILMN_1682015 7.69 4.85
GCH1 GTP cyclohydrolase 1 ILMN_1812759 7.09 3.03
IFITM2 interferon induced transmembrane protein 2 (1-8D)ILMN_1673352 7.01 6.47
IFITM3 interferon induced transmembrane protein 3 (1-8U)ILMN_1805750 6.85 8.74
APOL2 apolipoprotein L, 2 ILMN_2325337 6.74 6.71
CASP8 caspase 8, apoptosis-related cysteine peptidaseILMN_2377733 5.97 4.77
HLA-E major histocompatibility complex, class I, EILMN_1765258 5.77 4.08
CHRNA1 cholinergic receptor, nicotinic, alpha 1 (muscle)ILMN_2361768 5.62 6.18
MT2A metallothionein 2A ILMN_1686664 5.61 4.14
MYD88 myeloid differentiation primary response gene (88)ILMN_1738523 5.07 2.95
PRRX2 paired related homeobox 2 ILMN_1790338 5.05 2.29
CASP1 caspase 1, apoptosis-related cysteine peptidase (interleukin 1, beta, convertase)ILMN_2326509 4.44 3.69
CARD16 caspase recruitment domain family, member 16ILMN_1726591 4.18 3.58



IL15 interleukin 15 ILMN_1724181 3.72 4.26
PSMB8 proteasome (prosome, macropain) subunit, beta type, 8 (large multifunctional peptidase 7)ILMN_2284794 3.62 2.97
TRIM5 tripartite motif containing 5 ILMN_1704972 3.51 5.37
SOCS2 suppressor of cytokine signaling 2 ILMN_1798926 3.19 4.86
ADM adrenomedullin ILMN_1708934 3.14 4.07
HLA-A major histocompatibility complex, class I, AILMN_1671054 2.93 3.73
APOL1 apolipoprotein L, 1 ILMN_1688631 2.93 2.17
CLIC4 chloride intracellular channel 4 ILMN_2063586 2.87 2.20
IRF1 interferon regulatory factor 1 ILMN_1708375 2.74 2.61
UGT2B17 UDP glucuronosyltransferase 2 family, polypeptide B17ILMN_1808677 -4.31 -3.26
CAT catalase ILMN_1651705 -5.82 -3.56
RAB26 RAB26, member RAS oncogene family ILMN_1790317 -13.63 -2.31
ALOX15 arachidonate 15-lipoxygenase ILMN_1676042 -21.77 -3.47
VAV3 vav 3 guanine nucleotide exchange factorILMN_2399463 -100.00 2.06

B) CELL SIGNALING
Gene Symbol Entrez Gene Name Illumina Influenza RSV
TMEM27 transmembrane protein 27 ILMN_1772894 20.24 2.39
NT5C3 5'-nucleotidase, cytosolic III ILMN_1769734 15.59 6.17
DDX60 DEAD (Asp-Glu-Ala-Asp) box polypeptide 60ILMN_1795181 10.65 14.07
CARD17 caspase recruitment domain family, member 17ILMN_1707979 9.14 6.85
CSAG1 chondrosarcoma associated gene 1 ILMN_1737640 9.10 25.46
LAP3 leucine aminopeptidase 3 ILMN_1683792 7.34 4.20
TMEM140 transmembrane protein 140 ILMN_1736863 6.27 8.77
RHBDF2 rhomboid 5 homolog 2 (Drosophila) ILMN_1735792 2.61 4.83
FAM89A family with sequence similarity 89, member AILMN_2285817 2.55 2.53
TXNDC12 thioredoxin domain containing 12 (endoplasmic reticulum)ILMN_1783753 -5.93 -6.29
LDLRAD1 low density lipoprotein receptor class A domain containing 1ILMN_1731343 -6.06 -2.87
SERTAD4 SERTA domain containing 4 ILMN_1730794 -7.23 -2.08
TSPAN8 tetraspanin 8 ILMN_1683263 -11.71 -2.72
GNA14 guanine nucleotide binding protein (G protein), alpha 14ILMN_1686227 -13.81 4.18
ZMAT3 zinc finger, matrin-type 3 ILMN_1654262 -17.04 -2.38
ACO1 aconitase 1, soluble ILMN_1750800 -17.96 -8.32

C) NUCLEIC ACID METABOLISM, REPLICATION AND REPAIR
Gene Symbol Entrez Gene Name Illumina Influenza RSV
IFI44L interferon-induced protein 44-like ILMN_1723912 76.77 81.53
MMP13 matrix metallopeptidase 13 (collagenase 3)ILMN_1663873 61.82 5.26
VNN3 vanin 3 ILMN_2387680 32.81 4.99
SRGN serglycin ILMN_1760347 32.17 36.29
OAS3 2'-5'-oligoadenylate synthetase 3, 100kDaILMN_2184262 30.87 66.21
APOBEC3G apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3GILMN_1802106 27.76 3.80
HERC6 hect domain and RLD 6 ILMN_1654639 15.32 11.74



MAFA v-maf musculoaponeurotic fibrosarcoma oncogene homolog A (avian)ILMN_1661577 14.73 19.52
RGS2 regulator of G-protein signaling 2, 24kDa ILMN_2197365 14.36 3.75
ANXA10 annexin A10 ILMN_1699421 7.73 6.15
FAM46A family with sequence similarity 46, member AILMN_1740466 7.29 4.68
STARD5 StAR-related lipid transfer (START) domain containing 5ILMN_1784364 6.76 9.43
NEXN nexilin (F actin binding protein) ILMN_1783276 5.99 9.98
UBE2L6 ubiquitin-conjugating enzyme E2L 6 ILMN_1769520 5.91 4.78
PML promyelocytic leukemia ILMN_1731299 5.70 2.76
PARP12 poly (ADP-ribose) polymerase family, member 12ILMN_1718558 5.48 7.35
LMO2 LIM domain only 2 (rhombotin-like 1) ILMN_1800078 5.41 3.35
TRIM21 tripartite motif containing 21 ILMN_1678054 5.22 4.50
PARP10 poly (ADP-ribose) polymerase family, member 10ILMN_2262044 4.76 5.65
TOR1B torsin family 1, member B (torsin B) ILMN_1724333 3.84 6.30
PARP14 poly (ADP-ribose) polymerase family, member 14ILMN_1691731 3.75 5.98
TRIM22 tripartite motif containing 22 ILMN_1779252 3.63 4.25
C19orf66 chromosome 19 open reading frame 66 ILMN_1750400 3.57 4.83
APOBEC3F apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3FILMN_1710726 3.46 2.12
GSDMB gasdermin B ILMN_1666206 3.18 2.56
NUB1 negative regulator of ubiquitin-like proteins 1ILMN_1665291 3.08 3.76
MOBKL2C MOB1, Mps One Binder kinase activator-like 2C (yeast)ILMN_1798288 2.90 2.37
PRKD2 protein kinase D2 ILMN_1753805 2.65 2.18
ADAR adenosine deaminase, RNA-specific ILMN_1776777 2.21 3.18
PARP3 poly (ADP-ribose) polymerase family, member 3ILMN_1796682 2.19 2.36
SLC25A11 solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier), member 11ILMN_1664168 -3.02 -3.00
TYMS thymidylate synthetase ILMN_1806040 -3.21 2.12
SLC1A1 solute carrier family 1 (neuronal/epithelial high affinity glutamate transporter, system Xag), member 1ILMN_1658917 -4.73 -2.83
ATRN attractin ILMN_1772124 -5.49 -2.47
DHRS9 dehydrogenase/reductase (SDR family) member 9ILMN_1727150 -6.21 2.38
APIP APAF1 interacting protein ILMN_2128293 -7.12 -2.35
BMF Bcl2 modifying factor ILMN_1695354 -7.84 -5.45
PCDH19 protocadherin 19 ILMN_1805132 -10.66 -4.07
ERP27 endoplasmic reticulum protein 27 ILMN_1655261 -10.69 -2.92
GLS glutaminase ILMN_2188722 -11.43 -4.53
RAB37 RAB37, member RAS oncogene family ILMN_2243912 -13.26 2.36
RAB15 RAB15, member RAS onocogene family ILMN_1731699 -14.44 -2.68
ELF5 E74-like factor 5 (ets domain transcription factor)ILMN_1813270 -23.34 -2.73

D) LIPID METABOLISM
Gene Symbol Entrez Gene Name Illumina Influenza RSV
ADAM8 ADAM metallopeptidase domain 8 ILMN_1708348 72.94 4.41
GSTT1 glutathione S-transferase theta 1 ILMN_1730054 72.12 72.12
WARS tryptophanyl-tRNA synthetase ILMN_1727271 45.78 13.34
USP41 ubiquitin specific peptidase 41 ILMN_1690365 43.81 21.62



GBP4 guanylate binding protein 4 ILMN_1771385 36.56 14.65
TRIM31 tripartite motif containing 31 ILMN_1748685 34.44 11.05
KRT39 keratin 39 ILMN_1760665 18.70 14.78
MLKL mixed lineage kinase domain-like ILMN_1715863 18.31 4.24
SERPING1 serpin peptidase inhibitor, clade G (C1 inhibitor), member 1ILMN_1670305 11.52 8.85
SAMD9 sterile alpha motif domain containing 9 ILMN_1814305 10.87 11.32
LENG8 leukocyte receptor cluster (LRC) member 8ILMN_1654890 10.40 3.73
ACE2 angiotensin I converting enzyme (peptidyl-dipeptidase A) 2ILMN_1667018 8.64 6.49
C1S complement component 1, s subcomponentILMN_1677603 6.87 5.86
ZNFX1 zinc finger, NFX1-type containing 1 ILMN_1745148 4.32 5.20
PHF11 PHD finger protein 11 ILMN_2284706 3.83 2.53
CPA4 carboxypeptidase A4 ILMN_1784294 3.25 2.19
EGFLAM EGF-like, fibronectin type III and laminin G domainsILMN_1759487 3.13 17.55
ACSL5 acyl-CoA synthetase long-chain family member 5ILMN_2370882 2.12 2.71
ZFYVE26 zinc finger, FYVE domain containing 26 ILMN_1798061 2.01 3.07
MYOM2 myomesin (M-protein) 2, 165kDa ILMN_1716733 -2.07 4.34
DUT deoxyuridine triphosphatase ILMN_1732688 -3.59 -2.20
LRRC23 leucine rich repeat containing 23 ILMN_1753404 -4.38 -2.18
SNRPD3 small nuclear ribonucleoprotein D3 polypeptide 18kDaILMN_1794599 -4.80 -2.09
FAM72B family with sequence similarity 72, member BILMN_1723433 -5.46 -3.38
ATP6V1C2 ATPase, H+ transporting, lysosomal 42kDa, V1 subunit C2ILMN_1660729 -6.70 -2.90
TUBA4B tubulin, alpha 4b (pseudogene) ILMN_1677635 -7.26 -2.90
AK1 adenylate kinase 1 ILMN_1779965 -7.44 -2.82
CYP1B1 cytochrome P450, family 1, subfamily B, polypeptide 1ILMN_1693338 -9.93 -2.14
GSTA2 glutathione S-transferase alpha 2 ILMN_2168747 -10.90 -2.04
CMTM4 CKLF-like MARVEL transmembrane domain containing 4ILMN_1762718 -31.71 -2.94

E) CARBOHYDRATE METABOLISM
Gene Symbol Entrez Gene Name Illumina Influenza RSV
TPD52L1 tumor protein D52-like 1 ILMN_2337923 -10.755 -2.95844
IQGAP2 IQ motif containing GTPase activating protein 2ILMN_1769433 -9.10176 -2.28289
EDNRA endothelin receptor type A ILMN_1796629 10.13415 5.2212


